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mRNA (557535 B3 (10 A ROR 8 TARFRIA4 (93. 55% vs 69.23% ,x* =3.967,P <0.05), &5 TUBB3
mRNA Fik 52 A L1220 90 F ¢, TUBB3 fIi3 1k \ TOP2A 5335 & W H PAC/PEC RCR 4

(X8R ] 3 B B MEE N RIS AaEE 2 FLIRME R AR s UM IR & A7 O &

[HREE4#E] R730.23;R737.9;R979.11 [ STHkiRER] A

Relationships of TUBB3 and TOP2A expression with clinical and pathological
features and paclitaxel and anthracycline drug therapeutic effect in patients with

advanced breast cancer
Zhong Ke ( Department of General Surgery, the First Affiliated Hospital of Chengdu Medical College, Chengdu, Sichuan
Province, 610500, China)

[ Abstract ]| Objective To study the expression of B-tubulin-I ( TUBB3) and topoisomerase II
alpha (TOP2A) in patients with advanced breast cancer breast and its relationship with clinical and
pathological features of the patients, and analyze the relationship of TUBB3 and TOP2A expression with
paclitaxel and anthracycline drug therapeutic effect. Methods — Sixty patients with advanced breast cancer
were selected to detect TUBB3 and TOP2A mRNA expression with liquid-phase chip method, and the TUBB3
and TOP2A mRNA expression levels in the patients with different pathological features was compared. The
patients were administered with ( docetaxel + pirarubicin + ifosfamide )/ ( paclitaxel + epirubicin +
cyclophosphamide) (PAC/PEC) for 4 weeks. The therapeutic effect was evaluated, and its correlation with
TUBB3 and TOP2A mRNA expressions was analyzed. Results  TUBB3 mRNA levels in the breast cancer
patients with different histological grades had statistically significant difference (P <0.05). The correlation of

TOP2A mRNA expression with age, menopause, histological grade, lymph node metastasis, ER expression,

[E£mBE] W4 EESRIHEETHI (S15021)
[BEEE] 4 FF,E-mail:2k510610@ 126. com
[fEFEHAR] http://www. cnki. net/kems/detail/51. 1095. R. 20160201. 1431. 005. html (2016-02-01)



1660 B =PRI ,2016,38(14)

http : //aammt. tmmu. edu. cn

PR expression, and HER-2 expression was not significant (P >0.05). The remission rate (57.14% ) in the

patients with low expression of TUBB3 mRNA was significantly higher than that (14.71% ) in the patients
with high expression (chi square =5.299, P <0.05). The total efficiencies (92.86% and 83.33% ) of the
patients with low and median expressions of TUBB3 mRNA were significantly higher than that (52.94% ) of
the patients with high expression (chi square =10.533, 4.190, P <0.05). The total efficiency (93.55% )
of the patients with high expression of TOP2A mRNA was significantly higher than that (69.23% ) of the

patients with low expression (chi square =3.967, P <0.05). Conclusion

TUBB3 mRNA expression is

correlated with the histological grading of breast cancer, and PAC/PEC shows good therapeutic effect in the

patients with low TUBB3 expression and high TOP2A expression.
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T 0 W 0 o R o okt [ 4 S AR B T ROV M A
(response evaluation criteria solid tumors, RECIST) , Jif
FH BLAE AR, Ak AR K =20 mm, SR E CT =
10 mm | ; AT 50=3. 5 x 10°/L s kr 40 i =
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PREEXHTARTIT 58 25 W 2o B0 B3 s IR 25 1 R 3
1.3 W7 ak
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+ REWE + W) (PAC/PEC) fLyyJr 58 4%
IV 1 22 74 A 3 ( [ 25 ME 7 H20080366 , V1.5 1H i 5
AN A BRAA )70 ~75 mg/m®, AL SR HE R ([ 24 v 7
H10930105 , RN 7 R 25\l A FR A 7] ) 40 ~ 50 mg/m”,
FT LA (FEZET 620H00094 | To85 W B 254 PR
)80 ~ 100 mg/m’ , SFFRAFEME ( [E 24 e H10950291,
ARG 2 M A PR AT ) 1.2 ~2.0 g/m* 21 d/JF
B, ZVUAFEIRYT &, AT HT IR M ZE KA ([ 25 7
H44024501 , {3 1Ly Bl R 2 307 25 45 FR A 7] ) 8. 25 mg,
WIAIPG 24 h, 22O 3 d; SEAZENATTH 58 1 IRIbST
AL 5 b FE KA ([ 24 7 H41023597 3] mg BHE 24
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WA R T ) 10 mg, ARI7 A IS 4350 45 T 5 H L
B RPX S REARTT , I WA I A0 R it w R, B2 T
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LB DI RE AL L O D) RE S, BT IR T — AT
JrFE,
1.4 DNA-i&48:% K # A4 TUBB3 = TOP2A mRNA
ik

FARUIGRAST I5 BE I, il & A 000 7, A
L ER R A SUE B S SR, A 1.5 mL 24
W ,56 °C Jz W 120 min, B Biodropsis i i &= % R &5
F 0 BT ASORE I sz o7 J 24 /i TUBB3 5% TOP2A mRNA
Al KSR R B E L AR YOI ARtk |
HRFAEMEERES (PBS i ,56 C RS E L7, ks
BB HE FRESIZE 2 1 min T RETEER B AL B F400
JIEHS , WBGT VE W, PBS Uk 3 Ko AP WA A5
TOHRER 50 °C A2 v 50 ~ 60 min, B 75 M B T4 1 42
251 min, W IS, PBS Uk 2 YK, A 15 pg/mL
HERF R 10 mL F1 10 wg/mL BELLEH 10 mL, Z ¥ W
30 min, FEEMRE TR EZ) 1 min, WHLF LIS,
PBS %3 ¥, %A PBS W, /2% i 5 min, & T Lumi-
nex 200 £ J) RE A A /M7 & i3 TUBB3 1
TOP2A mRNA Fik#t.
1.5 B\EHITHHAE

S8 RECIST SCAJ PR L AR ', 23l 5
L (CR) (FRIrZ2f (PR) A€ (SD) (B it
JE(PD), CR. 1] WL AL SE AT 2%, 4E3E 1 AN A LU L
PR : W8 d5c K B8 B e K I L H A8 1 TR R 4 /) ik 3]
30% LA I 5 SD : Jiigg 5 K AR B f K TR B ELAR A TR B
G/ <20% Kk <25% ;PD B E L 1 A s £
b P e o K AR i R T L AR () e B > 25% 5 2%
fift% = (CR + PR)/ AR FEAR T x100% , A MF =
(CR +PR +SD)/ZARHFEARE x100% .
1.6 Fl ik

& P 3 [ [ 57 2% 45 98 iE M ( National Comprehen-
sive Cancer Network, NCCN) | 5t 95 i PR 52 B 45 7 -
ER <1% (F11%) ,ER=1% (FH¥E) , PR HIWirik 52
HE]; HER-2 = ~ + MM, HER-2 ++ ~ +++ fiH
B ; TUBB3 1 TOP2A mRNA #6525 5 5 v [ 7L AR i
D EE PR AT X, 0% ~25% WALEL, >25% ~
75% Kk, >75% ~100% HEFEik .
1.7 %it$ o

KF SAS 9.0 GEiT 8, i bR R« +s &
N, AL FEBER T ¢ AR TR 5 TRk LR F XK 56

2 HR

2.1 TUBB3 mRNA %k 5 &5 16 RmBAFIEe) X &
TUBB3 mRNA Rk 7E A [A] L Ht 9 2H 212 03 9% A8
HHW 2R BA G2 L (P <0.05), TUBB3
mRNA ik 5B HF WAER 2 B4 2 HM a5
#% ER ik PR £ik HER-2 RIX XL RN EE (P >
0.05,%1),
2.2 TOP2A mRNA %k 5 B %0906 FmE s feeg £ 4
TOP2A mRNA FKIK7EH B H AR 2 H42 .
A 53 = B G55 F8  ER 23K (PR Rk,
HER-2 FEXXLAANEBE(P>0.05,%2),

%1 TUBB3 mRNA Rik5BHIGHRRIBFERIAL R #1(%) ]
WG R HIARAE BRIk (n=34) i+ KFKik(n=26) * i P{H
A (H)

<50 12(35.29) 14(53.85) 2.065 0.051
>50 22(64.71) 12(46.15)

% 2%
= 14(41.18) 11(42.31) 0.008 0.93
& 20(58.82) 15(57.69)

HLEIT R
I+ 0% 23(67.65) 24(92.31) 5.279 0.022
1 4% 11(32.35) 2(7.69)

N ¢
B 25(73.53) 16(61.54) 0.979 0.322
i 9(26.47) 10(38.46)

ER
FH 25(73.53) 17(65.38) 0.465 0.495
B 9(26.47) 9(34.62)

PR
PR 21(61.76) 14(53.85) 0.136 0.712
(R 13(38.24) 12(46.15)

HER-2
PR 7(20.59) 7(26.92) 0.331 0.565
[5e3 27(79.41) 19(73.08)

2.3 TUBB3 mRNA £k 5 &% whis k7 &+ %
TUBB3 mRNA {31k B H MR 5 T RRiA
B (x* =5.299,P <0.05) ; TUBB3 mRNA {3k
Pk B IR MRS T ERY (X =10. 533,
4.190,P <0.05,%3),
2.4 TOP2A mRNA ik 5 &3 696 77 L% &
TOP2A mRNA & LRI B H WG fFE 2R
TGt E L (x> =1.167,P >0.05) ; TOP2A mRNA
B AR R B B A RORE TR R 4L () =3. 967,
P<0.05,%4),
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HE 25
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ik () () ) () [FI(%)]  [#I(%)]
ik 1 7 5 1 8(57.14)* 13(92.86)"
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iR, MIAE R a W 5SEEA e HEAEHW
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mRNA FRAEENEAMNRE F R/ TIRELL
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P, B T ZEIRA MM — 2P W9 LR A

SE k-

[1] #EH%. ARG BRIEE 15 B-fE & M AR BEHE /N
ANt P A Feak M SISO R [T]. Kig Bk
ik, 2015, 12(5) :680 — 681. DOI: 10. 3969/]. issn.
1672-9455.2015. 05. 042

(2] TUAHE, $AZRIR, S50, % LR B3-E RO RE
HEEIRGYIITI 2 MA ST [T]. iR E,
2014, 12(5) ;719 ~720.

[3] s, FERISE. Topo Il o A1 TUBB3 4 il £ 2L M 48 B i By
IF TR 3 L[], ThE S AR 2 R, 2013,
22 (11):1383 - 1387. DOI; 10. 7659/j. issn. 1005-6947.
2013.11.003

(4] /L. ZUIE HER2 R DORZS 5 A7 25 i 56 I 3%

POKPIOCRIT]. B2y 54, 2013(11) 113 - 14.

[S] 8}, skfl, 2oL, % FURE S BIEN 1 BHTRUIER
52 A SCHANRE D 1B 8 8 1 TR o IR 2 ik 13 Ak
P mRNA {42355 I R PR B 5L B9 i PR AL 7 U8 v
R[] aEMR AL, 2012, 34(3) ;196 - 200. DOIL:
10. 3760/ cma. j. issn. 0253-3766.2012. 03. 008

(6] 4y, A7, BEM, . FLRE A DI R TR BEXT 9O i
PrZRAE KT HER2 #1 TOP2 A 45 5pys2ma[J]. i
#2015, 44(5) : 334 - 337. DOI; 10. 3760/ cma. j.
issn. 0529-5807.2015.05.010
[7] XEF, &30%, £, %. Her-2 5 ALDHI 7EFLIRE
FIRGMRMEOTELT ], BUULES , 2012, 18(6) :26 -29,
33. DOI.10.3969/j. issn. 2095-5200. 2012. 06. 007

[8] #¥, VI, Xk, & =BIvEFLARE B h R IR
TG AL TOP2A JEN R IRBIAHELT]. o v R
Zifg B2wi, 2015, 22(1) ;14 —17. DOI;10.3969/]. issn.
1005-5304.2015.01. 005

(9] /T, JERE, kM, 55 TOP2A B[RRIk 5 3 IR
HER2 @B R AR M [T ] P94 5838 R o7 die: PR i,
2015, 36 (4): 519 - 522, 557. DOI. 10. 7652/
jdyxb201504019

[10] Brez, Jndh, RO0V8, % FUIRE BB LT i O 58 ik
FELT). BARAEEE kR | 2015, 15(15) ;2989 —2992,
2996. DOI. 10.13241/j. cnki. pmb. 2015. 15. 052

[11] Chen G, Jundong G U, Chen J, et al. Association between
clinical pathology and multiple genes mRNA expression in
Chinese patients with NSCLC [ J]. J Cancer Res Ther,
2013, 9 (Suppl 2): S98 - S100. DOI. 10. 4103/0973-
1482. 119118

[12] FEBRAE, FER, @7, % FURRMAZHHN 2 1 o«
LRI T Xt e e [T ] P2 SRR, 2013, 13
(1):15-17. DOI; 10. 11655/ zgywylc2013. 01. 004

[13] 5k, s2ae, i, 2. FIH] Agilent 5 i 5 PES Jr i 1
AR TR B2 AL AN [ 35005 4 7300 3L s 1) 23 7 hR e
[J]. Bl ERLR 224, 2013, 33(10) ;1483 - 1488.
DOT;10.3969/]. issn. 1673-4254.2013. 10. 16

[14] 26, 5 AR2 A, 5. FLIRIES S A AH SCHE R Y SCiik
TR AA YR B2 Hr )], E R, 2012, 21(2)
127 - 131.

[15] Han Y, Yu D P, Zhou S J, et al. Associations between
clinical characteristics and oncogene expression in patients
with non-small cell lung cancer[ J]. Genet Mol Res,2014,
13(4) :8913 —8924. DOI;10. 4238/2014. October. 31. 6

[16] PJTA, 24, whifE, 55 miR-125a Fl miR-206 771 M
B IRIE SRR [T ]. SERHEE = BE =4, 2014, 39
(6) . 868 —872,876.

(%5 :2015-10-16 ;& [2] :2016-01-06 )
(H# W)



